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Abstract—Two-dimensional polyacryla-
mide gel electrophoresis (2-D PAGE) analysis
remains the core of proteomic technology
because it is currently the most powerful me-
thod for analyzing large collections of pro-
teins. Advances in electrophoresis equipment
are making this technique more accessible,
but effective computer assisted protein spot
detection remains a very labor-intensive en-
deavor. Protein spot analysis is still time con-
suming, requires human intervention and is
in need of further development. This study
explores a technique for recursively applying
a Support Vector Machine (SVM) in identify-
ing protein. An SVM is a powerful learner ca-
pable of optimizing differences between
classes. In this context, the different classes
correspond to the presence or absence of a
protein. Different experiments are conducted
to assess these differences in class formation
in the context of a normal image and a high-
ly saturated image.
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Vector Machines applied to two-dimensional polyacry-
lamide gel electrophoresis (2-D PAGE) analysis has con-
tributed to the hiring of a research associate, Mr. Mahi
Dasika, in the summer of 2004. He is extending the initial
research to develop new mechanisms for protein identifica-
tion. This work will be completed during the summer of 2005.
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